/e
2z

sn1-18:0, sn2-18:0-MGDG

a reduced ferredoxin ey

\
\\\\\\u /]
1\

|an oxidized ferredoxin

|..ﬁ

[a reduced ferredmun

SSED

[an oxidized ferredoxin ;

o,

TN,

sn1-18:0, sn2—13:1ﬂ9-MG£]_§____ﬁ,.f

Desaturation in the outer membrane

| | [an nxidizedferrednxin]

[a reduced ferre dm{m]

4 sn1-16:0, sn2-18:1A9-MGDG
/|
4
\ %/ / [/ sn1-16:1A9, sn2-18:1A9-MGDG

< See Very long-chain fatty acids synthesis >

[a cytochrome b5|

-0 - 26:0CoAD ] ———-1:| ----- i 26:19-CoA

24:1w9-Coa

<See Sphingolipids synthesis>

24:1018-CoA

24:0-Coh %

| E e

- AN _
- 7 RN

24 1wG-CoA

26 1wG-CoA

28 1w6-Coa

301 wE-Cos

<‘See G-alkenols synthesi}

28:0-CoA ///ﬁ l_l\\ w\ 28 AA22-CoA - —-—------
i~ [k - »{(_30:0-CoA i ] S 30:1A24-CoA - - - - -[0----
i -~ Endoplasmijc reticulum k)
1 d Chy
1 ! W
<See Extra-long-chain fatty acids s;.-nmesis> /
p y N (a cytochrome b5) [ @ | Terriheme b>
See DGOG synthesis (Major species
X [a cytochrome bE]

sn1-18:0, sn2—1E:D—MGE£3_____,,.f

5n1-18:0, sn2-18:141 1—I'-.-'IG_IZ_J§___H__.;

sn1-18:149, sn2-18:1A11-MGDG

---------

MGDG transfer to outer membrane :
......... - - - cosocojlisssss sn1-16:0, sn2-18:1A3-MGDG
éeeDGDGsmmesm (Major specles>

=== 1 e sn1-16:14A9, sn2-13:1A9-MGDG
|
<MGDG desaturation (Major 5pe<:ie5}>— [ ] sn1-18:1411, sn2-18:1A9-MGDG
1

|
n1-18:0, sn2-18:1411-MGD === ---5 :—El- sn1-18:1A9, sn2-18:1A9-MEDG
1

i |
sn1-18:0, sn2-16:0-MGDG_>d--- - - J---- L E|- sn1-18:1A9, sn2-16:0-MGDG
I

n1-18:0, sn2-18:1A9-MGD —<MGD'GS]I'I1H'I&5I5 {Allspeqesb sn1-18:1A9, sn2-18:1A11-MGDG

sn1-18:0, sn2-18:0-MGDG -———-1]---—5

[ SpE——

sn1-18:1A9, sn2-18:0-MGDG --—-{]---
n1-18:1411, sn2-18:0-MGD ---{---4 )
: Thylakoid
sn1-16:1A9, sn2-18:0-MGDG -——11--- -:

Plastid envelope inner memkbrane

sn1-16:0, sn2-18:0-MGDG

Plastid envelope outer membrane

n1-18:1A89, sn2-18:1A9-MGD 11-

______________ | w7/
- X - \7’1‘ ';, \\ ‘\ 30:1423-CoA > - {F - -

< See Very long-chain fatty acids synthesis >

| a cytochrome b5 |

e

) ) [REER] [

———D—--'@ \\ \\A M\ / \///// 24:1017-CoA
F-- —@ \\\\\W :::\\\\n B\//////// 26:1419-CoA
BN ANV 'E D 77| ——

OO0 0o

[

e o o ol o o o s

i

------ O------- >3z0-Cod> /?w% \ W‘iﬁ
- 0000

@eeEmmmgmain fatty acids 51rnth&5i5‘>- ] //// / -\
e 7 ]

34 1AZF-Coh - = {TF - 1

36:1029-Coh - - F - -

EL —————— O------- 40:0-CoA // f///A

38:1031-Cot - - F - -

1090990996

‘I,:: Endoplasmicreticulum AD1AI-Coh - D. _—

22 1w7-CoA

241 w7-CoA

261w 7T-CoA

28 1w7-CoA

30 1wy-CoA

32 1wy-CoA

3 1w7-Cos

36 1w7-CoA

38 1w7-CoA

40 1w7-CoA

éee w7 Alkene synthesi}

|

<See Phosphatidylethanolamine synthesis {detailed}> m @

a cytochrome b5
EmmElE] ] ==

e N\ 7 =
( See Very long-chain fatty acids synthesis >

-————-{3---- 26:0-Coa /M | % 25 1A9-Cod
r———- -———- 28:0-Cod - - 28 1A9-CoA
1 M Endoplasmic reticulum

] 30 149-CoA

24 1A9-Coh

-

[1

1
b--------#»(300-CoA

Waxes

Flasma membrane




