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Plasma membrane

AAPT: root, dev seeds; neutral and acidic amino acids, low affinity

AAPZ: xylem to phloem transfer, neutral amino acids, large specificity

AAP3: phloem loading in root, neutral, basic amino acids

AAP4: leaf phloem loading, neutral amino acids

AAPS - all tissues, neutral and basic amino acids, high affinity

AAPG: uptake from xylem sap, neutral amino acids, high affinity

AAPT: uncharacterized

AAPE: source-sink paritioning (seeds), phloem loading, L-asp, large specificity

r-———4---- See ethylene synthesis
. » ylene sy >

LHT1: uptake in root; leaf loading; broad specificity, high affinity

LHTZ: anthers; broad specificity, neutral and neg charged amino acids

LHT3: uncharacterized

LHT4: flower buds, uncharacterized

LHTS: pollen, pistal, guard cells; uncharacterized

LHTS
—
LHTE LHT&: root, flower; acidic (Asp, Glu) and neutral amino acid, Phe
LHTY: pollen, guard cells; uncharacterized
LHTSE;: pollen, hpypocotyl xylem; uncharacterized
LHTS: uncharacterized
LHT10: hypocotyl xylem; uncharacterized
ProT1 ProT1: phloem parenchyma, long distance transport, L-proline transport
| E—
ProT2 ProT2: root cortex cells; L-praline transport
ProT3 ProT3: leaf epid. cells; L-proline transport
—
GABAtransporter 1 I- --------- 1
1

k
| GABA transporter 2 I- ~=={}-- -D<SeeTCAcydeandG.ﬁBﬁ.5hunt>
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AVTED

|

CAT1: floral tissues, basic amino acids and others

CATS: leaf margins; basic amino acids

CATE: sinktissues-seeds; large specificity, neutral, cationic amino acids

CATE: young tissues, Gln specific

AVTED: siliques, import of L-Asp

<See L-alanine trans port> < See L-cysteine frans port> <3ee L-histidine Iranspcx}

<See L-methionine frans port> < See L-threonine transport >

<See L-arginine trans port> @ee L-glutamate trans port> <See L-isoleucine trans pm> <See L-phenylalanine trans port> <See L-tryptophan trans port>

<See L-asparagine transport> @ee L-glutamine transport> <See L-leucine transport> <See L-proline Iransport> <See L-tyrosine transport>
<‘3ee L-aspartate trans port> 43&& Glycine trans port> < See L-lysine transport> < See L-serine trans port> <See L-valine trans port>
f
Plastid envelope outer membrane Mitochondrion outer membrane
s ™ LUmamiT0G: possibly export of L-Asp, L-Glu, L-Pro UmamiToR
Plastid envelope inner membrane  — - - ’< See L-glutamate transport > Mitochondrion inner membrane | |
|JT'| AmBAC J UmamiT09: possibly export of L-GIn, L-Asp UmamiTog
DiT2-1 : ) ]
Thylakoid UmamiT10: possibly export of L-Asp, L-Thr UmamiT10
UmamiToz2 UmamiT02: transport of L-Asp 7 UmamiT11: possibly expost ofL-Ser. L-Cin UmamiT11
PP 1T
) UmamiT12: export of L-Arg and L-GIn UmamiT12
: BOU :I:I:
:-EI- -D< See L-glutamate transport > UmamiT13; uncharacterized UmamiT13
- CATT: uncharacterized < 4 UmamiT14: vasculature, exports L-Gln=L-lle>L-Val=L-Ser>L-Pro>L-Thr=L-Leu>L-Ala=L-Phe UmamiT14
%
UmamiT15: Exports L-Gln, L-Asp, L-Ala, L-Met, L-Thr UmamiT15
Lmamit17: uncharacterized LmamiT17
e : UmamiT18:vasculature; Exports L-Gln=L-lle=L-Val=L-Thr=L-Leu=L-Phe UmamiT18/514R1
CATZ . '
UmamiTo1 UmamiT01: Possibly import of L-4sp and L-glu CATZ: uncharacterized
_ : - CAT4 CAT4: uncharacterized _ -
UmamiT03 UmamiT03: Possibly import of Arg, Asp, Glu, Ser, Thr e — UmamiT07: uncharacterized UmamiT20: exports L-Thr, L-Asp out og the cell and inside the vacuole UmamiT20
] ; - CATS CATE: young tissues, Gln specific
UmamiTo4 LmamiT04: Possibly import of Asp, Gin, Val, Thr
o -uncharacterized UmamiT21: uncharacterized UmamiT21
UmamiT0s UmamiT0s: auxin export UmamiT27: uncharacterized
'l_l_l'
! : ANT1A uncharacterized
-— -— AVT1A .
i ><SEE athin transpnrt> : UmamiT25: endosperm; exports L-GIn=L-Val=L-lle=L-Thr=L-Leu=L-Asp=L-Ala UmamiT25
- AVTAB: uncharacterized
UmamiToa i : ibly i UmamiT28: vasculature; exports L-glutamine UmamiT28
LmamiT08: possibly import of Asp, Val, Gin, lle, Leu AT1C AVT1C: uncharacterized p d
- : AMNTA ANTA: aromatic, neutral amino acids, auxin
UmamiT20 UmamiT20: exports L-Thr, L-Asp out of the cell and inside the vacuole - Lo
: i UmamiT29: vasculature, exports glucosinolates .
- BT IE tdsasacinmee AVTEE ANTEE: uncharacterized | LmamiT29
: LmamiT24: seed, transports L-Glu, L-Asp, L-Thr —_— I
-L.Imarn|T24 ' ' ! . . .
UmamiT13 UmamiT13: uncharacterized e et e e I;I === UmamiT30
-
_ - AVT1F: uncharacterized ! I_Tl
UmamiT32 UmamiT32: uncharacterized > —= Y Y
R Umamit23: silique, seeds: uncharacterized < See Glucosinolates >
ey
ANTAG: uncharacterized . A
— Y a3 uncharacterized - UmamiTZ6 Umamit26: uncharacterized !
UmamiT32 mamiT33: uncharacterize -
= UmamiT31: embryo; exports glucosinolates L-0O- -
. - AVTAH: uncharacterized UmamiT26 Umamit36: uncharacterized
UmamiT34 UmamiT34: uncharacterized
)  —
, AVTAI AVTTI uncharacterized UmamiT47 UmamiT47: uncharacterized
UmamiT37 UmamiT37: uncharacterized e p—
— Lmamitd5: uncharacterized | UmamiT45 |
UmamiT33 Umamit38: possibly transports L-asp - AVTAJ: uncharacterized CAT3 CAT3: uncharacterized
; Endoplasmic reticulum
LmamiT40 : : :
) Umamit40; uncharacterized AVT3A AVT3A: neutral amino acids
LIRS, UmamiT41: uncharacterized AVT3E: neulral amio aG0s SR Umamit19: root stele; transports L-Asp, L-Glu, L-Ser, L-Thr
UmamiT4? UmamiT42: uncharacterized . _ _
S —— A‘LI"T?PC ﬂeutrﬂl aminao E.CH:IS UmEerIITEE Umam|T22 uncharaderiz&d
UmamiT46 Umamit46: uncharacterized
e ANTEA AVTEA: uncharacterized UmamiT22 Lmamit23: silique, seeds; uncharacterized
- ANTEB: uncharacterized )
UmamiT25 UmamiT25: endosperm; exports L-Gln=L-\Val=L-lle=L-Thr=L-Leu=L-Asp=L-Ala
- ANTEC: uncharacterized —
UmamiT35 UmamiT35: exports L-Asp, L-Glu, L-Ser, L-Thr
AVTEBE AVTEE: uncharacterized Golgi
vacuole




