MRTZ2.1

MRETZ.1: Root
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MRET1.1/MPFE.3 may have a role of nitrate secretion into the xylem

MRET1.5/MPFY.3: xylem pole pericycle xylem loading

MPF 7.1: flowers

MRT1.8: xylem parenchyma cells, xylem nitrate removal
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MRT1.1/MFFE.3: Dual-affinity, central cylinder, root to shoot [:-] NRT2.7 NRTZ T-seads !
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MRT1.6: reproductive tissue MRT1.6/MPF2.12 MPF5.16: pericycle cells and xylem parenchyma cells, leafvein, mesophyll NPF3.16 I : :' == pgLAH3
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< See Indole 3-butyrate trans port><-

MRET1.9: Root companion cell

MRET1.11: Companion cells

MRT1.9/MPF2.9

MRT1.11MPF1.2

MRT1.12: companion cells

MRET1.12/MPF1.1
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MRET1.4: petiole, mid-rib nitrate loading

MPFZ2.3: root stele

MPF2 7MAXT1: root, passive export

<See Mitrate transport SLAH3 req.nlalion>

MRET1.9 fransports also glucosinolates < See Mitrate transport SLAHZ regulation >

MPF2.2 might be a pseudogene MPF5.3: unknown function

MPF2.14 might be a pseudogene HIEES.4- unksiown fundice

MRETT.1 3J’NF'F4.4| MRT1.13/MPF4.4 does not transport nitrate but binds nitrate; expressed in parenchyma cells

MPF5.13: unknown function

MPF2.1: unknown function MPF5.15; unknown function

MPFZ2.6: unknown function

MPFE.1: unknown function

MPF4.1: unknown function

MPF4.2: unknown function

MPF4.7: unknown function
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