(v e T
]
_ v

=
56,7 Srtetrahydropterojrl penta-L-glutamate

""""""""

2

L oyridoxal 5-phosphate ]

| (20D
; Copene -0~ <Gea Gieing> :
L-{3- @emylene—teh'ahydmfolate penta—L—glu@ 7 T

) inhibits SHMT
5-formyl-tetrahydrofolate penta-L-glutamate
t\ formyl-tetrahydrofolate penta-L-glutamat E\

g S —

shosphate .@ { ___________________
v phosphate -
@enylteﬁahydmﬁlme penta—L—@ v @ pyridoxal S-phosphate
side reaction of SHMT '
10-methenyltetrahydrofolate penta-L-glutamate v

side reaction of SHMT D E']
@ﬂteﬁahydmﬁlme penta-L-glutamat
side reaction of SHMT

[THF dehydrogenaseI Cyclohydrolase 1 ]

-[rHF dehydrngenaseI Cyclohydrolase 2 ]

ﬁHF dehydrogenaseI Cyclohydrolase 3 ]

———-________‘“‘\
10-formyl-tetrahydrofolate penta-L-gl Utﬂl'_l_'iél_l_i,.-r‘ ]

SRR

pyridoxal 5-phosphate

10-farmyl-tetrahydrofolate penta-L-glutamate

——

g /,7

o {mere e [mmeme]

h 10-farmyl-tetrahydrofolate penta-L-glutamate
AISHMTA4 pyridoxal 5-phosphate | fal
1 units exit route
ATP
ASHMTS pyridoxal 5-phosphate

0]
Y ' \
an L-methionyl-finitiator tRMAMet I;l [ - . \
n N- formg.ﬂ L-rnemmnmmmatormm [ ASHMTE pyridoxal 5-phosphate S

I
. Gonrama et -
i < see viamin B3 erahyarotlae synnesis > ‘ ﬁ:““:éﬂ’ oot eomise
i | F Y
Ij r—[ ASHMTT pyridoxal 5-phosphate @L-memmnﬂ-nnmatorﬁNAmt%
h 4
5,6,7 8-tetrahydropteroyl mono-L-glutamate

'- -———- -< See Protein synthesis chloroplast >4 ----

[ 10-Formyl-THF deformylase 2

:

11- ><See Protein synthesis mto-dlom:hon>

5 10-methylene-tetrahydrofolate mono- L—glutam ate <]
Guo ;
Methylenetetrahydrofolate reductase 1 ] @

Methylenetetrahydrofolate reductase 2 ]

LT

Ma-methyl-tetrahydropteroyl mono- L—glutamate \

| -
nhosphate

T ey AeRahy o REsoyl pEnial g

methyl-tetrahydropter enta-L-glutamate

= \"“‘-—-—-F_ bl = S-methyl-tetrahydropteroyl penta-L-glutama

Plastid envelope inner membrane Mitochondrion inner membrane

Plastid envelope outer membrane Mitochondrion outer membrane

Plasma membrane




